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Fall Meeting of the Netherlands Proteomics Platform

30 Nov. 2007, De Maas, VU University Medical Center, Amsterdam 

Program 

‘Proteomics: Pushing the Limits of Detection’

9.00-9.30
Registration and coffee

9.30- 9.35
Welcome

Connie Jimenez (NPP steering committee)

9.35-10.05
Quantitative proteomics analyses of the effect of insulin on the human visceral adipose tissue secretome using a metabolic labeling approach

Han Roelofsen, Centre for Medical Biomics, University Medical Centre Groningen
10.05-10.35
Secretome analysis of human subcutaneous adipocytes

Marcel de Vries, Centre for Medical Biomics, University Medical Centre Groningen
10.35-11.05
Evaluation of label-free quantitation using 2DLC-MS/MS, GeLC-MS/MS and spectral counts: Application to the quantitative analysis of cancer cell and tumor secretomes

Sander Piersma, OncoProteomics Laboratory, VUmc-Cancer Center Amsterdam, VU University Medical Center, Amsterdam

11.05-11.30
COFFEE/ TEA BREAK

11.30-12.00
Protein expression analysis of a Human Osteoblast differentiation model

R. Alves, Departments of Internal Medicine, Erasmus MC, Rotterdam
12.00-12.30
Sub-nuclear proteomics for cancer biomarker discovery

Connie Jimenez, OncoProteomics Laboratory, VUmc-Cancer Center Amsterdam, VU University Medical Center, Amsterdam

12.30-13.30
LUNCH/ STANDS

13.30-14.00
Glycosylation profiling of immunoglobulin G (IgG) subclasses from human serum: identification of IgG glycosylation features associated with autoimmune diseases

Manfred Wuhrer, Leiden University Medical Center, Leiden

14.00-14.30
Functional proteomics profiling of active MMP and ADAM proteases using hydroxamate-based probes

T. Klein, Dept of Analytical Biochemistry, University of Groningen, Groningen

15.00-15.30
COFFEE/ TEA BREAK

15.30-16.00
Cutting Edge nanoflow LCMS for attomole sensitivity in proteomics analysis

Ad de Jong, Nederlands Vaccin Instituut, Bilthoven
16.00-16.30
MRM in mechanistic studies of histone methylation by Dot1

Gideon Oudgenoeg, Biomolecular Mass Spectrometry, Utrecht University

16.30-17.00
Targeted analysis of protein termini 

Jeroen Krijgsveld, Biomolecular Mass Spectrometry, Utrecht University

17.00-18.00
DRINKS
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